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Personal Information

Date of birth
Nationality German

Family status

Work experience

since December 2019

married, two children

01.02.1982 in Munich, Germany

Team leader for Translational Genomics at the Department of

Translation Research in Psychiatry, Max-Planck-Institute of
Psychiatry, Munich:

February 2014 — December 2019

Supervision of PhD and Master students
Data management

Statistical planning and analysis of:

- genome-wide associations studies

- epigenome-wide methylation studies

- differential gene expression studies
Statistical counselling

Statistical service

Staff scientist at the Department of Translation Research in

Psychiatry, Max-Planck-Institute of Psychiatry, Munich:

December 2009 — January 2014

Supervision of PhD students

Statistical analysis of:

- genome-wide associations studies

- epigenome-wide methylation studies

- candidate-gene studies

- gene X gene, gene X environment studies
Statistical counselling

Statistical service

Post-doctoral scientist at the Statistical Genetics Research

Group, Max-Planck-Institute of Psychiatry, Munich:

Supervision of PhD students

Statistical analysis of genome-wide associations
studies

Statistical analysis of candidate-gene studies
Statistical counselling
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August 2008 - August 2011 Teaching at Erasmus Summer School, Rotterdam:
“Whole-genome association analysis”

December 2006-December 2009  Scientific assistant at the Statistical Genetics Research Group,
Max-Planck-Institute of Psychiatry, Munich:

e PhD thesis: “Selected statistical issues in the
analysis of genome-wide association studies
using quantitative and qualitative phenotypes*

e Supervision of master students

e Statistical analysis of genome-wide associations
studies

e Statistical analysis of candidate-gene studies

November 2005-August 2006 Student assistant at the Institute for Biomathematics and
Biometrics, Helmholtz-Centre, Munich:
e Diploma thesis: “Selection of parameters for
penalized log-likelihood estimation*
e Supervision of student assistants

Education

December 2009 PhD in statistics (degree Dr. rer. nat.)

April 2007-December 2009 PhD student in statistics at the Ludwig-Maximilians-
University, Munich

September 2006 Diploma degree in statistics

October 2001-September 2006 Ludwig-Maximilians-University, Munich
studies in statistics

September 1992-June 2001 Maria-Ward-Gymnasium, Munich

Publications (up to March 2021)
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1) Czamara D, Metha D. Statistical genetic concepts in psychiatric genomics. Personalized
Psychiatry. 1* Edition, 2019. Academic Press.

2) Mehta D, Czamara D. GWAS of Behavioural Traits. Curr Top Behav Neurosci. 2019 Aug
3. doi:10.1007/7854_2019_105.
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A and Nemeroff CB (Eds.) The American Psychiatric Association Publishing Textbook of
Psychopharmacology, Fifth Edition.
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neurodevelopmental trajectory. Biol Psychiatry. 2020 May 15; 87(10):868-869.
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